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Report:

The crystals of retinol dehydratase (iRD) in complex with the cofactor PAPS diffracted up to 2.0A.

However, these crystals suffer from apparently high aniostropic mosaicty, possibly due to their

bidimensional character. All crystals tested at the 1D14-3 beamline showed this marked anisotropic

behaviour, and did not seem to provide an improvement from already existing data, despite the higher

resolution to which they diffracted.

Four different data set were collected on the Retinol Binding Protein (RBP) at three different pHs of

3, 5, and7.

The table below summarizes the data processing for data set at pH=7 (max. Resolution1.27 A).




N 1/d*2 Dmn(A) Rfac
1 0.0616 4.03 0.055
2 0.1233 2.85 0.051
3 0.1849 2.33 0.055
4 0.2466 2.01 0.054
5 0.3082 1.80 0.059
6 0.3699 1.64 0.063
7 0.4315 1.52 0.079
8 0.4931 1.42 0.106
9 0.5548 1.34 0.161
0 0.6164 1.27 0.237
Overal l: 0. 057
N 1/resol 2 Dmn
1 0.062 4. 03
2 0.123 2.85
3 0.185 2.33
4 0.247 2.01
5 0.308 1.80
6 0.370 1.64
7 0.432 1.52
8 0.493 1.42
9 0.555 1.34
10 0.616 1. 27
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At the moment (28/02/01), further shifts are requested on 1D14-3 beamline to complete this study as pH function.
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